Scale L1PA4:

Tandem Repeats Consensus Alignments RepeatMasker DNA RepeatMasker Proteins ORFs

UCSC Genes

Peak Summary

2 kb repeats2 500 1,000 1,500 2,000 2,500 3,000 3,500 4,000 4,500 5,000 5,500 6,000 Tandem Repeats Repeat Consensus Alignments RepeatMasker DNA matches RepeatMasker Proteins matches Open Reading Frames Coverage of alignments to hg19 UCSC Genes ENCODE Dnase Cluster Coverage KAP1 ChIP hESC

H3K4me3 hESC ChIP-Seq Summits H3K9 H3K9me3 ChIP hESC KZNF Chip-Seq hESC Summits Peak Summary of all MACS2 meta peaks

Mapping Coverage

ENC DNAse Clust Cov

KAP1 ChIP hESC

77.75 _

1 _ H3K4me3 ChIP hESC H3K9me3 ChIP hESC KZNF ChIP hESC